, using Henry's law to calculate the amount of benzene in the liquid (20 ml) and gas (90 ml) phases (See Methods).
Supplementary Figure S2 - abundance classes (1-1.75%; 1.76-4.5%; 4.6-9%; 9.1-18.5%; 18.6-37.5%; >37.6%).
Supplementary Figure S5 A -P Taxonomic assignments to the level of family, based on best BLAST hits of the metagenomic reads mapped 1 to selected genes encoding enzymes for aerobic benzene/naphthalene degradation. Read recruitment was performed using BLASTN; the 2 MEGAN software was used for taxonomy assignment. Numbers indicate the number of reads assigned to a taxon at a given level, and 3 correspond to the node sizes displayed on the trees. Nodes are not cumulative, e.g. the Proteobacteria node only includes reads not identified 4 at a higher taxonomic resolution. 
